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Studies on species biodiversity and evolution of enigmatic parasitic
dinoflagellates, Haplozoon spp., which acquired multicellularity.
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The parasitic genus Haplozoon is known to possess multicellular organization

and this is the only example of multicellularity within the group Dinophyceae. The aims of this
project were to understand species diversity, accurate phylogenetic position and cytological
features of the genus Haplozoon. All the specimens from Japan were identified as H. pugnus and also
the same species has been identified from Canadian Pacific coast, although the host species were
different. Multigene phylogeny based on 241 genes obtained through unicellular transcriptomic method
indicated that the group had evolved within the order Peridiniales. Membrane staining study
revealed that the organisms have true multicellular organization. Functional and structural analyses
on remnant plastid, apical spine and endosymbiotic bacteria are currently underway.
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