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The adenosine-to-inosine RNA editing enzyme ADARL is composed of two
isoforms, p150 and p110. Although ADAR1 p110 is ubiquitously expressed, it is remarkably abundant in
the brain. However, the role of ADAR1, especially ADAR1 pl110, in the brain remains unknown. In this
study, to analyze the functions of ADARL pl110, we established ADAR1 pl110-specific knockout and
neuron-specific ADARL knockout mice and analyzed their phenotypes. Consequently, we found that ADAR1
p110 plays an important role in the maintenance of homeostasis in the brain during post-natal
stages via its RNA-edit-independent function. On the other hand, we also elucidated that the
impaired RNA editing function of ADAR1 pl150 also causes severe brain damage. Thus, we concluded that

the different functions of both ADADR1 p110 and p150 isoforms are essential for the maintenance of
brain homeostasis.
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