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Clarification of GPCR signaling regulation mechanism by NMR
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BMR-96122 is reportedly non-competitively bound to mu opioid receptor (mOR)
and increase the signaling activity of mOR bound to the full agonist. In this study, we observed
resonances from methionine residues of mOR in the presence of BMS-986122 and various ligands. Our
study revealed that BMS-987122 enhances the signaling activity of mOR bound to the full agonist by
perturbing the interaction between TM3 and TM6, in which signaling atctivity-related conformational
dynamics was observed, and stabilizing the fully active state, in which the intraceller region
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