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In the germline of eukaryotes, including humans, small RNA molecules called
piRNA, and the Piwi complex, suppress the transcription of transposable elements (TEs) to control
their transposition. The Piwi-piRNA complex recruits the Panx-Nxf2 complex, which causes
transcriptional repression, but the detailed molecular mechanism remains elusive. Here, we found
that the Panx-Nxf2 complex recruited onto a nascent mRNA of TEs by the Piwi-piRNA complex inhibits
transcription of TEs by undergoing SUMO modification, indicating that SUMO molecules may play a
central role in TE control.
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