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The purpose of this project was to clarify the mechanisms by which
mitochondrial and lipid alteration are factors in a -Synuclein aggregation using iPS cells and
Drosophila models. In models of mitochondria-associated Parkinson®s disease (PD) causative gene
CHCHD2, lysosomal dysfunction is suggested to lead to a -Synuclein aggregation and degradation. On
the other hand, omics analysis was conducted using mutant flies for PD causative genes PLA2G6 and
VPS13C, which are involved in lipid metabolism, and Cl19orfl2, a causative gene for neurodegeneration

with brain iron accumulation, to screen for a -Synuclein aggregation risk lipids and their
responsible enzymes. A candidate gene was successfully identified.
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