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Strategy aiming at the inhibition of leukemic evolution of the myelodysplastic
syndromes by the use of MDS-derived cell lines

Tohyama, Kaoru

13,900,000
MDS AML
MDS AML 6
RNA
MDS AML CD34 S100A8
MDS AML MDS AML

MDS AML

To explore the molecular mechanism of disease progression from
myelodysplastic syndromes (MDS) to acute myeloid leukemia (AML), we performed single-cell RNA
sequencing analysis using a series of six cell lines established from a patient with MDS. We
attempted to explore the molecular mechanisms by which clones with different gene expression
profiles develop the malignant process.

In the process of transformation from MDS-like to AML-like, we found a clear increase in
CD34-positive cell fraction, loss of functional molecules specific to granulocytes such as S100A8,
as well as changes in specific gene clusters. We expect to be able to identify a small number of
candidate genes that may play key roles in this process, and further analysis is underway.
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