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Association between tumor microbiota and genomic instability-mediated anti-tumor
immunity in MSI-high gastric cancer
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After comparing MSI-PCR and IHC in 319 samples, the concordance rate between

IHC and MSI-PCR tests was 98.1% (313/319). In cases of discordance, laser capture microdissection
(LCM) and MSI-NGS were performed to investigate the reasons for the discrepancies, which were
attributed to the ambiguity of MSI-PCR results and the heterogeneity of MSI status within the tumor.
Some gastric cancer cases exhibited a "mosaic" pattern, indicating both insufficient and sufficient
MMR expression in different areas. The "mosaic™ pattern was also observed in an additional 1082
samples. The heterogeneous expression pattern of MMR may be associated with the response to immune
checkpoint inhibitor therapy. We established a 16S rRNA analysis method to investigate the tumor
microbiota from FFPE tissue.
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