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Our investigation revealed significant associations between LADC risk and 19
genomic loci, characterized by highly noteworthy P-values ranging from 6.9 x 10 11 to 4.8 x
10 134. The presence of 10 loci previously reported in the Asian population, as well as two loci
reported in the Caucasian population, was validated in our study. Additionally, seven novel loci
(PTPRG, TERC, BTN2Al, HLA-C, HLA-DQB1, BAK1, and ASB15) were identified through our investigation.
Notably, the biological effects of other loci identified in the present study were also inferred
through differential expression in normal lung or blood cells associated with the presence of
LADC-risk-associated SNPs; SECISBP2L, BAK1, and BTN2A1 (which encodes a butyrophilin-like protein
involved in the regulation of y & T-cell development and differentiation). Therefore, it is_likely
that the identified risk-associated loci exert an impact on LADC development and immune evasion.
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