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Clarification of the pathogenesis of childhood nephrotic syndrome using iPS
cell-derived kidney organoids

lijima, Kazumoto
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From 11 Japanese pediatric patients with nephrotic syndrome, we generated
iPS cells with null (n = 5), hetero (n = 4) or homo (n = 2) risk haplotypes of the gene NPHS1 that
encodes Nephrin, the most important slit-membrane major component protein as a urinary protein
prevention mechanism. They also succeeded in producing kidney organoids from some of the iPS cells.
In the future, all iPS cells will be induced to differentiate into kidney organoids or renal
glomerular podocytes to clarify the relationship between NPHS1 risk haplotype and NPHS1 gene
expression.
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