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Colorectal cancer remains the main cause of cancer-related death in Japan,
casting a substantive shadow on the society. This project investigated the progression of colorectal
cancer with a particular focus on mechanisms of metastasis and drug resistance that define
refractory and lethal cancer. Using the organoid culture system which enables expansion of somatic
stem cells, we cultured patient-derived tumors and identified genes that facilitate liver metastasis
via genetic screening. Using live-imaging of xenograft tumors, we further found that the awakening
of dormant cancer stem cells contribute to tumor relapse after chemotherapy. Insights obtained from
this research will contribute to deeper understanding of colorectal cancer biology and the future
development of novel therapeutic strategies.
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