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In this study, we investigated the prevalence and characteristics of new
species of staphylococcus, i.e., S. argenteus, and emerging clones of methicillin-resistant
Staphylococcus aureus (MRSA) in Japan (Hokkaido) and Asia (Bangladesh, Myanmar). Some clones of S.
argenteus were found to be distributed at low frequencies in Japan and two Asian countries. It was
revealed that a specific group of MRSA (CC1l) has recently been increasing in Hokkaido, and that MRSA

strains resembling to those prevalent in the United States are distributed at low frequencies. It
was characteristic in the two Asian countries that proportions of S. aureus isolates having PVL
toxin gene associated with increased pathogenicity were considerably higher than in Japan.
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