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Role of gut microbiota function on pathophysiology of sarcopenia
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In this study, we conducted the metagenomic analysis of gut microbiota and
nutrient intake survey for 32 elderly persons aged over 60 years, and correlation of the data with
skeletal muscle index (SMI) was evaluated. The abundance of microbes that are usually colonizing the

oral and/or upper intestinal tract was higher in low SMI group than in high SMI group. Functional
metagenomic analysis and nutrient intake survey indicated that acetyl-CoA pathway was abundant and
green/yellow vegetable intake was higher in high SMI group, respectively. These results indicate
that difference in gut microbiota function and nutrition intake influence on the skeletal muscle
volume maintenance.
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