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Development of cancer cell-selective membrane-permeable antibodies against
intracellular disease targets
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In this study, by using human-derived membrane permeation-enhancing peptides
that we discovered and our mRNA display technology for in vitro selection of fragment antibodies
and ligand peptides, we established elemental technologies for the development of revolutionary
anticancer drugs that target intracellular targets that have not been targeted for
biopharmaceuticals.

First, using the mRNA display method, we created human VH single-domain antibodies that bind to
marker proteins on the surface of cancer cells or intracellular disease targets. By combining these
antibodies with the human-derived membrane permeation-enhancing peptides, we succeeded in
cell-selective delivery of proteins, peptides and nucleic acids as biopharmaceutical models.
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