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Zooarchaeological analysis of Japanese wolves to examine the origin and
distribution of their populations
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The extinct Japanese wolves (Canis lupus hodophilax, Temminck, 1839) have
many mysterious stories. The Japanese wolves have been understood as a distinct wolf species in
Japan, since Temminck first described. The Japanese wolves were characterized by mitochondrial DNA
(mtDNA) analysis recently and recognized an extinct subspecies of gray wolf. Based on the mtDNA
sequences analyzed, the Japanese wolf populations could be classified into two groups group A and
group B, which contain or lack an 8-bp insertion/deletion, respectively. To determine the origin and

distribution of the Japanese wolves, mtDNA genome of archaeological specimens in the Jomon period
are examined; all 4 specimens were classified into the group A. The phylogenetic analyses of mtDNA
?enomes of the Jaganese wolves (groups A and B) with several grey wolves reveled that the group B

ineage might to be divided from a part of group A lineage wolves.
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