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Elucidation of the mechanism of production and reduction of characteristic aroma
in matsutake mushroom

TASAKI, Yuji
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To elucidate the biosynthetic mechanisms of methyl cinnamate, which is the
characteristic aroma of matsutake mushroom, and 1-octen-3-ol, the major aromatic component, the
purpose of this study was to elucidate the functions of the genes involved in their biosynthesis.
Using the cDNA of four cinnamate carboxymethyltransferase (CCMT) candidate genes involved in methyl
cinnamate biosynthesis, their recombinant proteins were produced and purified. The products formed
by the purified recombinant proteins were analyzed. However, the formation of methyl cinnamate could

not be detected. On the other hand, the cDNA and genomic DNA sequences of three dioxygenase (DOX)
genes involved in the biosynthesis of 1-octen-3-ol were sequenced to reveal their gene structures.
In addition, recombinant proteins of the three DOX genes were produced, and two of them had DOX
activity from the analysis results of enzyme activity and formed products.
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