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Fate of food poisoning causing Clostridium perfringens in water environment, and
its disinfection.
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The purpose of this study was to evaluate the involvement of Clostridium
perfringens in sewage effluent, in which a large number of cpe-positive Clostridium perfringens
exist, as a source of environmental and food contamination. Clostridium perfringens with cpe was
isolated from surface attached soil of potato, and genotypes were investigated. The type with cph2
isolated from sewage effluent was not isolated from surface attached soil, and no relationship with
sewage effluent was observed.

In addition, for the purpose of examining a disinfection method that alternative chlorine in sewage

effluent, the disinfection of Clostridium perfringens using peracetic acid was investigated.

gggacetig ?Eid inactivated Clostridium perfringens in sewage effluent by approximately -2 log at 2,
mg min/L.
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Target Primer Sequence (5*-3')
CPAIphaF GCTAATGTTACTGCCGTTGA
(CT C. perfringens cpa gene
) CPAIphaR CCTCTGATACATCGTGTAAG
CPBetaF3 GCGAATATGCTGAATCATCTA
C. perfringens cpb gene
CPBetaR3 GCAGGAACATTAGTATATCTTC
CPBeta2total F2 AAATATGATCCTAACCAAMaAA
C. perfringens cpb2 gene
CPBeta2totalR CCAAATACTYbTAATYGATGC
CPEpsilonF TGGGAACTTCGATACAAGCA
C. perfringens etx gene
CPEpsilonR2 AACTGCACTATAATTTCCTTTTCC
) ) CPlotaF2 AATGGTCCTTTAAATAATCC
C. perfringensiap gene
CPlotaR TTAGCAAATGCACTCATATT
CPEnteroF TTCAGTTGGATTTACTTCTG
C. perfringens cpe gene
CPEnteroR TGTCCAGTAGCTGTAATTGT
16SrRNA gene (V3-V4 341F CCTACGGGAGGCAGCAG
region) 806R GGACTACHVGGGTWTCTAAT
cpedF TTAGAACAGTCCTTAGGTGATGGAG
Chromosomal cpe locus
1S1470R1.3 CTTCTTGATTACAAGACTCCAGAAGAG
30 Plasmid cpe locus with an cpedF TTAGAACAGTCCTTAGGTGATGGAG
25 1S1470-like sequence 151470-likeR1.6 CTTTGTGTACACAGCTTCGCCAATGTC
Plasmid cpe locus with an cpedF TTAGAACAGTCCTTAGGTGATGGAG
1S1151 sequence 1S1151R0.8 ATCAAAATATGTTCTTAAAGTACGTTC
. 3F GATAAAGGAGATGGTTGGATATTAGG
C. perfringens cpe gene
10.3 cfu 4R GAGTCCAAGGGTATGAGTTAGAAG
9
1lg 2.3cfu
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288 (47 ) cpa
288 64 (22 ) cpe
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cpa+cpb 0.003%
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