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The sulfoproteins are difficult to analyze by mass spectrometry with
positive-ion operation due to their strong acidic nature. In this study, | examined a mass
spectrometry method with radical-induced dissociation for negative ions, with the aim of analyzing
sulfated proteins.

In particular, | clarified the dissociation mechanism of peptides by radical degradation using
electron radicals and hydrogen radicals, and provided theoretical basis for the usefulness of this
method for negative ion analysis of peptides. These basic studies made to establish mass
spectrometry techniques as a basis for sulfated proteomics.
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