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Recently, G-quadruplex (G4), which is formed in guanine-rich sequences, and
G4-binding proteins that contain many arginine-glycine-glycine repeats (RGG) have been reported to
be involved in various diseases, cancer, ALS (Amyotrophic lateral sclerosis) and FTD (Frontotemporal
dementia). However, the mechanism of G4 recognition by these proteins is unknown. Therefore, 1
found the novel G4-binding protein in this study and aimed to elucidate their G4 recognition
mechanisms. As a result, we found a novel G4-binding protein, Fibrillarin, which contains many RGG
sequences. | also analyzed the G4 recognition mechanism of RGG sequences in Fibrillarin and TLS
(Transocated in liposarcoma) /FUS (Fused in sarcoma) to elucidate the regulatory mechanism of G4
binding abilities. Furthermore, based on these findings, it will be possible to create various novel
artificial G4 DNA-binding proteins from natural G4-binding proteins, which will lead to the
development of drugs for G4-related diseases.
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