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This is the first study to apply metabolome-based multi-omics analysis in S.
coelicolor strains to identify metabolites that contrigute to antibiotic production and to
partially elucidate their mechanisms of action. Metabolomic analysis showed that antibiotic
production correlated with the amount of intracellular and extracellular cAMP, and that the addition
of cAMP to the culture medium increased the productivity of antibiotics such as actinorhodin and
germicidin. Metabolomic analysis of cAMP addition to the cell culture suggests the importance of
guanine in the positive regulation of cAMP.The knowledge on the mechanism of antibiotics control and
induction resulted from this study can contribute to iIncreasing antibiotics production and
discovery of new antibiotics in the future
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This research project was conducted in collaboration with Prof. Eriko Takano of the University of Manchester. She obtained a funding from BBSRC
in collaboration with my research group and we held a joint symposium to disseminate the result of this collaboration in Osaka University in
November 2022. Several postdocs and faculty member involved in the collaboration visited Osaka University to discuss about future collaboration
and deliver our results in the joint symposium.
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