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This study dealt with degradation of chicken feathers by a thermophilic
bacterium Meiothermus ruber H328 strain. The mutant of H328 strain deleting degP gene was
constructed to improve the producing ability of membrane vesicles. As a result, its producing
ability was recognized by use of fluorescent dyes and the sizes of the membrane vesicles showed the
smaller size than the regular one by the electron microscopy analysis. Furthermore, the change of
membrane vesicles in quality was tried by use of S-layer protein (SIpA) as a scaffold protein and
protein oxidoreductase (Pdo7) as a surface displayed protein, respectively. Finally, the
improvements by the change in quality was attained and the effect of membrane vesicles on feather
degradation was confirmed. In other experiments, degradation of chicken feathers would contribute to

the improve in application as biopolymer. The degradation of chicken feathers by the strain H328
would provide various possibility for application.
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