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Primary and secondary metabolite production mechanism of shochu-producing fungi
infected with fungal viruses
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To clarify what kind of changes in biochemical reactions on the host side
are caused by fungal viruses that infect Aspergillus luchuensis, and what kind of changes occur in
the taste and palatability of brewed sake investigated changes in metabolites. As a result, overt
infection with a certain virus decreased citric acid and total acid as primary metabolites,
suggesting the influence of the virus on the transcripts of host fungi. The virus produces 1 or 2
enzymes in addition to the RdRp enzyme and CP protein, but 5 patterns of different band have been
confirmed, and it is thought that the different expression patterns cause changes in the behavior of

the host. We need additional research in future.



Aspergillus

(Aspergillus
luchuensis) A.luchuensis
(ss)RNA 6 Narnaviridae(l
) 4 Botourumiaviridael Umbra-like virusl ds
RNA 6 2 3 3 Partitiviridae 4 CTTV-like virus
1 11 Alternavirus 12
66-FCG1604 66 18 alternavirus
umbra-like virus 66-4 umbra-like virus partiti-like virus 3
(66-34) 1
partiti-like virus 66 66-34
Aspergillus
Aspergillus Aspergillus
luchuensis 11 SSRNA dsRNA
Aspergillus
(¢H) PDA Aspergillusu
1 BAEEO—E
BLES EEZ B4

38 FCG-999 Aspergillus.Luchuensis

50 FCG-1186 Aspergilius. Luchuensis &5 5

56 FCG-1252 Aspergillus. Luchuensis

57 FCG-1254 Aspergiflus. Luchuensis 7
58  FCG-1259 Aspergillus. Luchuensis J\3

66 FCG-1604 Aspergiflus. Luchuensis

68  FCG-1606 Aspergilius. Luchuensis &
[} FCG-1609 Aspergilius. Luchuensis F

FCG-1256 Aspergillus. Luchuensis
FCG-12588 Aspergillus. Luchuensis

Bl1 {EERERD 7 A WA Fr38 — 2 (dsRNA)

JCM22321 Aspergilius. Luchuensis HiEIR

(2) RNA RNAzol®RT Reagent Molecular Research Center,Inc RT-
PCR
®) RACE
SMARTer™ RACE cDNA Amplification Kit Clontech Total RNA cDNA
RACE

(ss)RNA 6 Narnaviridae(1 ) 4
Botourumiaviridael Umbra-like virusl ds RNA 6 2 3

3 Partitiviridae 4

CTTV-like virus 1 11



Alternavirus

4

12

Local Blast analysis (viral sequence contigs)

partiti-like virus 7

dsRNAT
dsRNA2
dsRNA3
dsRNA4
©)
&)
(52
dsRNAT

dsRNA2
dsRNA3

BLAST-P top virus name Protein E-value Identity Accession
Aspergillus foetidus dsRNA mycovirus ~ RdRP 0 97.8% YP_007353985
Aspergillus foetidus dsRNA mycovirus HP 0 98.2% YP_007353982
Aspergillus foetidus dsRNA mycovirus ~ CP? 0 874% YP_007353983
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