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Protein expression system inducible by low-toxic substances in Bacillus subtilis
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Protein expression systems inducible by low-toxicity substances were
developed in Bacillus subtilis. The fusion of a flavonoid-responsive promoter (Pqdol) with the T7
RNA polymerase gene (T7 pol) was integrated into the chromosome, and a plasmid carrying the target
gene under the control of the T7 promoter was introduced to create a flavonoid-inducible T7
expression system. Improving the Pgdol responsible for T7 pol control enhanced the expression level
upon induction.

T7 expression systems inducible sugars, such as rhamnose and pectin, were attempted to create by
replacing the T7 pol control region with promoters responsive to those sugars. In the
pectin-inducible system, induction required a long time, while in the rhamnose-inducible system,
considerable expression leakage was observed even under the non-inducing condition.
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