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Revea:ing the symbiotic mechanisms from useful metabolites of dinoflagellates in
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Coral symbiotic algae are diverse and more than 100 species may be included.
In this study, the genome of a bleaching-resistant algae isolated from corals in Okinawa has been
decoded. Interestingly, the genome of this bleaching-resistant alga contains a mycosporine-like
amino acid synthesis gene cluster, which has been involved in UV absorption and antioxidant
properties. Genome analysis also revealed that the main bacteria co-occurring with symbiotic algae
when cultured in antibiotic-containing media are alpha-proteobacteria.
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