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Algal regulatorK factors involved in maintenance mechanism for cell viabirity
cooperating with autophagy
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To elucidate novel molecular mechanisms regulating cell survival in the
green alga Chlamydomonas reinhardtii, we analyzed a mutant strain of the protein kinase gene 21B1,
which exhibits early viability loss under nutrient-deprived conditions. In the 21Bl-complementation
lines expressing the wild-type 21B1-FLAG fusion protein, the phenotype was recovered. Insertional
mutation in the 21B1 gene and phenotypes were linked each other in the progeny lines between the
21B1 mutant and the wild-type strain. These results suggest that the phenotype of the 21B1 mutant is

due to mutation of the 21B1 gene. The recombinant 21B1l protein exhibited phosphorylation activity
against casein. Immunoprecipitation of total protein of the 21B1-FLAG-expressing complemented strain
with FLAG antibody provided some signals for candidate interaction factors with the 21B1 protein.
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