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Elucidation of the structure-function relationship and the sugar-recognition
mechanism of novel mutidomain transglucosidases acting on starch
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This study focuses on analyzing the structure-function relationship of two
multi-domain enzymes that act on starch, which aims to develop applications using the enzymes. Both
enzymes are glucosyltransferases belonging to the carbohydrate hydrolase family GH13 and consist of
N1, N2, N3, A, B, C and D domains. We constructed expression systems for N3-A-B-C and N1, and
analyzed the structures and properties. The results indicate that the enzymes have a -1,
6-transglucosylation activity, and domains N1 function as starch-binding components.
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