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Development of genome editing technology to accelerate gene function analysis in
the hexaploid sweet potato
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In this study, we aimed to develop gene-editing and transformation
technology for sweetotato, and to accelerate the gene function analysis of this species. In our
previous study, we detected one candidate gene controlling nematode resistance in sweetpotato. Thus,

we investigated the sequence of this gene using resistant and susceptible cultivars. Our results
showed that the resistant cultivar ° J-Red’ and the susceptible cultivar * Choshu’ have functional
and non-functional alleles, respectively. Interestingly, several cis-elements were specifically
detected in the promoter region of * J-Red’ , which indicated that these cis-elements might regulate
the expression of the functional allele in J-Red. In addition, we successfully created
transformants using * Hanaranman’ cultivar by introducing functional and non-functional alleles.
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Searching for causal mutations in a candidate gene associated with the southern root-knot nematode resistance in
sweetpotato
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