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We investigated the symbiosis between rice and arbuscular mycorrhizal (AM)
fungi, focusing on water regimes and rice varietal differences. We clarified the infection rate of
roots by AM fungi, AM fungal community composition, and their impact on crop growth. Higher
irrigation under upland fields enhanced 2 Operational Taxonomic Units (OTU) in AM fungi, whereas
drought conditions enhanced Claroideoglomus in pearl millet (a reference crop) but not in rice. The
infection rate remained relatively stable across upland water regimes. In the deep soil layers, the
proportion of the genus Rhizophagus was high, and the infection rate was higher than in the shallow
layers. Among various 64 rice varieties, the higher infection rate was associated with a higher
biomass distribution to roots. Higher infection rate in a variety Kinandan? Patong was clarified
through its root thickness and characteristics of lateral roots. Pearl millet responded to AM fungi
greater than rice.
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232_Rhz HE775295 78.137139 -5.466371 1.84E-08 Glomeraceae Rhizophagus
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372_Unc_LC191611 313.337131 -2.292709 1.76E-03 Glomeraceae Rhizophagus
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