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Improvement of vase life by cross-breeding in dahlia and analysis of mechanism
regulating flower senescence in dahlia lines with long vase life
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In order to improve the vase life of dahlia cut flowers genetically, we used
22 cultivars as initial breeding materials, repeatedly crossed them, and selected promising
offspring with long vase life for five generations. Then, we developed commercially successful
dahlia cultivars, the Eternity series with long vase life. In particular, the 4th-generation line

003-15 vase life was about 14 days in distilled water at room temperature, which we define as

ultra-long vase life.

The expression levels of three NAC genes (NAC4-4, NAC6-2, NAC9-8) belonging to the NAC transcription
factor family increases just before petal wilting. In ethylene treatment conditions, the expression
levels of these genes increased after 1-2 days in all cultivars. These NAC transcription factors

might be the key regulators for dahlia flower senescence.
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