©
2020 2023

Studies on parasitic, symbiotic and saprophytic strategies depending on
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Kodama, Motoichiro

3,300,000

Alternaria

Alternaria

SM

As a result of co-evolution with plants, plant pathogenic fungi have
developed a wide variety of secondary metabolite production capabilities (= bioactive substance
diversity generation system). These compounds are one of the survival and pathogenesis strategies of

fungi, and are a factor in distinguishing saprophytic (non-pathogenic), symbiotic, and pathogenic
fungi, and also contribute to the differentiation of pathogenicity. The necrotrophic fungus
Alternaria group has saprophytic, parasitic, and symbiotic lineages within the same genus, and
serves as a model for elucidating the molecular mechanisms that determine the diverse lifestyles of
fungi. In this study, we focused on the extremely diverse secondary metabolite biosynthetic systems
possessed by pathogenic fun%i, and elucidated the transition and evolution of fungal lifestyles and
the mechanism of diversity formation based on fungal genomics.
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Sordariomycetes Fusarium Eurotiomycetes

Aspergillus niger Dothideomycetes C. heterostrophus A. alternata tomato
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