©
2020 2022

Study on the function of individual type 111 effectors of Ralstonis
pseudosolanacearum using a super-multi deletion mutant
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An OE1-1D50E, which lacked 50 type 3 effectors (T3E% from Ralstonia
pseudosolanacearum OE1-1, lost pathogenicity and was considered an effectorless strain. Twenty-one
1T3E-expressing strains were constructed based on this strain. None of the strains were pathogenic
to tobacco. No cell proliferation was observed in eggplant and tobacco leaves, but some strains
showed an HR-like phenotype with a decrease in cell number at 4 dpi. Eggplant and tobacco leaves
were also inoculated with T3E-expressing strains, and ion leakage, a cell death phenotype, was
examined. A ripA5 expressing-strain induced cell death. Furthermore, the expression of HR-related
genes was upregulated in OE1-1D50E infiltrated leaves, whereas it was downregulated in the leaves
infiltrated by most T3E-expressing strains.
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