©
2020 2022

Analysis of a Novel Factor Inducing Male-Specific Lethality Incorporated within
the Genome of Ostrinia scapulalis
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We have obtained a sex-ratio distorted lineage (SR lineage) with a
significant female bias from the wild population of the Azuki bean borer moth (Ostrinia scapulalis).
This SR lineage is suggested to carry a sex-ratio distorting element (SR element) that influences
the skewed female-biased sex ratio through maternal inheritance. Through NGS analysis, we
successfully obtained nucleotide sequence data that represents candidates for the SR element. The
analysis conducted in this research indicates that the SR element is a retrotransposon-like sequence
and is likely present in multiple copies on either autosomes or the Z chromosome. These sequences
exhibit nearly identical sequence patterns and have a length of approximately 4000 base pairs,
surrounded by long repetitive sequences.
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1.NGS SR
TRINITY_DN40668_c3_g5 310|Retrovirus-related Pol polyprotein o  147562] 1116.55] 1520.59|
TRINITY_DN30689_c4_gd 226|No hit 0 98.46 428.317] 304.95|
TRINITY_DN29715_c0_gl 398[Juvenile hormone esterase 0| 268.29) 101.14] 345.4)
TRINITY_DN30755_c4_g3 484takeout/juvenile hormone binding-like protein 0 23.38 270.71] 11.41]
TRINITY_DN29715_c0_gl 356|juvenile hormone esterase 0| 67.69) 191.38 19.71
TRINITY_DN35471_c3_g6 358[No hit 0 9353 51.56] 109.95|
TRINITY _DN37949 cl g3 217]juvenile hormone esterase 1 precursor 0 55.38] 37.68 146.25|
TRINITY_DN30975_cl_gl 549]cyclin-dependent kinase inhibitor 1C-like 0 84.92 131.88] 19.71]
TRINITY_DN34886_c0_g1 dent TFPl-regulating p 0 103.38] 14.87] 106.83]
TRINITY _DN31700 c4 gl 1470[juvenile hormone acid O-methyltransferase 0 16 137.83 60.16
TRINITY_DN32842_c2_g1 1377]outative beta-carotene-binding protein 0 35.69 120.98] 23]
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