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Species identification and assessment of genetic diversity of Japanese
cultivated Paulownia
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Anecdotal evidence suggests that several species and lineages of Paulownia
plants are found in Japan, but, it is still unclear. This study explored the species and lineages
using chloroplast (cp) DNA sequencing and nuclear microsatellite analyses. The results of genetic
analyses revealed that two taxa, P. tomentosa var. tomentosa and P. coreana, were found in East
Japan, but that they were not clearly distinct from each other, implying that they should be treated

as the same taxon. Whereas, cpDNA analyses revealed two phylogenetically distinct lineages in the
two taxa examined. Paulownia tomentosa var. tomentosa harbored the two lineages; P. coreana mostly
harbored the single lineage. These results imply that they originate from the two different lineages

introduced from outside of Japan in different eras or through different routes or that the P.
tomentosa var. tomentosa originates from the plants harboring cpDNA through hybridization and

introgression with Chinese taxa in past.
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