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Pathogen identification and epidemiological investigation of an unknown diseases
in hatchery-reared leptocephalus of Japanese eel
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In the present study, we determined the nucleotide sequence of the 28S rRNA

region of protozoan pathogen (Caecitellus spp.) in leptocephalus that occurred at the artificial
seedling research facility of Japanese eel, and showed that the pathogen can be classified into
three species. Based on the obtained sequence information, furthermore, specific PCR and
guantitative PCR (gPCR) methods for Caecitellus spp. were established. Epidemiological surveys using
both established methods showed that the protozoan pathogen was abundantly distributed in the
parent fish tanks and that its abundance could be greatly reduced by free-flowing during collecting
eggs- We also showed that in vitro culture of protozoan pathogen can be achieved by using Vibrio
isolate from the parent fish tank.
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