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Skeletal muscles are composed of multinucleated myofibers that differentiate
and fuse from mononuclear myoblasts and are the largest energy metabolizing organs in the body. In
this study, the mechanism by which muscle cell differentiation and energy metabolism are controlled
by the deaminase enzyme Apobec2 was investigated. Forced expression of Apobec2 in C2C12 myoblasts
significantly suppressed the differentiation of myoblasts into myotubes. In addition, knockdown of
Apobec2 by siRNA increased mitochondrial respiration in C2C12 myoblasts. These results suggest that
Apobec2 may regulate both differentiation and energy metabolism in skeletal muscle cells.
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