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Development of Genetic Diversity Evaluation System for The Japanese Crested Ibis
in Japan

TANIGUCHI, Yukio
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The Japanese crested ibis (Nipponia nippon) is an endangered avian species.

It is an important issue to conserve genetic diversity in the Japanese population of this species.
While the Japanese population of N. nippon had been originated from 5 founders provided by the
Chinese government, additional 2 founders were introduced in 2018. To evaluate effects of novel 2
founders for genetic diversity, we carried out a reduced representation libraries (RRL) and
next-generation sequencing (NGS) method using these genome DNAs, resulting the detection of 203 and
485 novel founder-specific alleles. In the analysis of polymorphisms in the major histocompatibility
complex (MHC) region among 7 founders, showed that the number of MHC haplotypes containing MHC
class Il region and one MHC class | gene locus was 5. major A novel genotyping method for MHC
genotypes and 272 informative markers including SNPs and STRs were developed using multiplex PCR and
NGS.
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