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Honeybee nosemosis was designated in 1997 as a Monitored Infectious Disease
by the Act on Domestic Animal Infectious Diseases Control published by the Minister of Agriculture,
Forestry and Fisheries of Japan, and is a very crucial disease for Veterinary Medicine. However,
the elucidation of the disease remains insufficient. This study clarified that the pathogen is not
Nosema apis but Nosema ceranae and Nosema sp. in Tohoku district. The elucidation is very important
for the disease prevention.
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