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Mouse MC12 cells that harbor inactive X chromosomes were probed against Xist
RNA to observe the live cell dynamics. Changes in the levels of H3K27me3, which i1s highly enriched

in the inactive X chromosome were also detected throughout the cell cycle, by using
H3K27me3-specific live-imaging probe. Combined with visualization of X chromosome regions using the

gRNA-dCas9 system, we further showed that transcription has more influence on the dynamics of i
chromatin regions than epigenetic modifications. This result was supported by a comparative analysis

of euchromatin and heterochromatin domain dynamics.
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