©
2020 2022

SOX2 RNA

Analysis of pluripotency maintenance mechanism through regulation of ribosomal
RNA transcription by SOX2.
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In embryonic stem cells, regulation of ribosomal RNA transcriptional is
important in the regulation of cell differentiation. Our novel protein complex containing SOX2 binds
to the regulatory region of ribosomal RNA transcription, suggesting its involvement in ribosomal
RNA transcriptional regulation. We have shown that artificially decreased expression of SOX2 and
TBP, components of our novel complex, results in decreased transcription of ribosomal RNA in vivo.
We also found that SOX2 and TBP must cooperate with each other in order to bind to the
transcriptional regulatory region. These results provide a model in which the complex causes a
genomic DNA higher-order conformational change in the transcriptional regulatory region and promotes

ribosomal RNA transcription.
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