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The biological significance of introns in tRNA genes is still obscure. This
study analyzed the impact of tRNA intron-deletion mutants in budding yeast on the general ribosomal
quality control pathway. The deletion of introns from tRNA genes, particularly those that charge
leucine (Leu) and have the anticodon CAA, suppressed ribosome stalling, which usually activates the
ribosome-associated quality control (RQC) mechanism. This suppression led to an increase in aberrant
translation. Furthermore, some of the translation products resulting from this aberrant translation
formed aggregates in the cytoplasm, losing their functionality.
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