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HypX synthesizes carbon monoxide in the metal cluster of NiFe-hydrogenase in
certain aerobic bacteria. The carbon monoxide generated by HypX is transported by the scaffold
protein complex HypC-HypD. 1 determined the crystal structures of HypC and HypD from aerobic
bacteria, respectively. During the crystal structure analysis of HypD, the multiple structure
polymorphs were observed within the similar crystal data. Furthermore, | confirmed the formation of
a complex consisting of HypC, HypD, and HypX in a 1:1:1 ratio. Based on the results of X-ray
small-angle scattering and cross-linking mass analysis, | predicted the structure of the
HypC-HypD-HypX complex. However, my estimated model is insufficient accuracy to estimate the carbon
monoxide transport pathway within the HypC-HypD-HypX complex.
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