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Regulation of cancer cell growth by regulation of glucose metabolism by
ubrquitin-like protein MNSF
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Monoclonal non-specific supﬁressor factor B (MNSFB ) is a ubiquitously
expressed member of the ubiquitin-like family that has been involved in various biological
functions. Previous studies have demonstrated that MNSFB regulates glycolysis and enhances cell
proliferation in the macrophage-like cell line RAW264.7. In this study, we showed that MNSF(3
regulates HIF-1a -mediated metabolic reprogramming. In RAW264.7 cells, MNSFB siRNA increased oxygen
consumption rate and ROS production, but decreased ATP levels. The rate of ATP reduction upon
addition of oligomycin, an inhibitor of mitochondrial ATP synthase, was significantly greater in
cells with MNSFB knockdown. In addition, the expression levels of HIF-1la protein and mRNA were
decreased by MNSFE SiRNA. The effect of MNSFB on glucose metabolism was examined in murine
peritoneal macrophages, but there were no changes in lactate production, glucose consumption, or ROS
production.
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(a) Raw264.7 cells were transfected with siRNAs for 48 h and MNSF3 mRNA (upper) and protein (lower)
expression were analyzed by RT-PCR and western blotting, respectively. (b) the DNA binding activity of HIF-1 was

evaluated by EMSA. Cells were stimulated with 1 pg/ml LPSfor 24 h after 48 h transfection and nuclear extracts were

prepared. The data are presented as the means £SD from three independent experiments. **P  0.01.
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After 48 h of transfection, acetyl-p300/CBP (&), FIH (b) and PHD2 (c) expression were anayzed by western
blotting. The data are presented as the means +£SD from three independent experiments. **P  0.01.
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