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Development of a system that selectively unfolds and degrades a targeted protein
or its aggregate
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Techniques to selectively degrade any targeted protein are useful for
studying the role of specific proteins. One existing technique is to target proteins to the
ubiquitin-proteasome system, but its application is limited. In this study, we aimed to construct a
new selective proteolytic system by integrating nanobody that bind target proteins, CIpB chaperone
that unfold the bound proteins, and Lon protease that degrade them. In this study, we were able to
functionally fuse the CIpB and the protease domain of Lon. On the other hand, the nanobody fusion
destabilised the protein. Other methods to bind target proteins need to be explored.
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