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Single molecule & super resolution imaging of chromatin networking through
transcription hubs.
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The nucleosome behaviors in living human cells were investigated using
single-nucleosome imaging combined with rapid-protein depletion technology (AID system) and
super-resolution microscopy. The effects of RNA transcription machinery, considered condensates
formed by liquid-liquid phase separation, on chromatin structure and dynamics were investigated.
Additionally, we elucidated that 1,6-hexanediol (1,6-HD), frequently used in phase-separation
biology, has an unexpected effect; 1,6-HD drastically suppresses chromatin motion and
hyper-condenses chromatin in human cells. Finally, the effects of cohesin, which mediates the
interaction between enhancer and promoter, and transcription machinery on chromatin structure and
dynamics were investigated. It is suggested that both constrain nucleosome motion and
synergistically regulate chromatin dynamics.
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Ide Satoru Maeshima Kazuhiro, 1,6-hexanediol rapidly immobilizes and condenses
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Dynamic organization of human mitotic chromosomes
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Single molecule imaging sheds light on the mechanism of the human chromosome condensation.
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Single molecule imaging unveils human chromosome condensation
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Single nucleosome imaging during human chromosome condensation.
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Single molecule imaging unveils the dynamic organization of the human chromosomes.
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Single nucleosome imaging sheds light on the dynamic organization of the human chromosomes.
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Single nucleosome imaging sheds light on the dynamic organization of the human chromosomes
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