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Construction of molecular evolution model for genes derived from endogenous
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We aimed to analyze the evolution of genes derived from endogenous
retroviruses. We searched syncytin-2 in genome sequences of 12 species of New World monkeys (NWMS).
We found that nonsense mutations shortened the syncytin-2 ORF in three NWM species and that even if
the ORF was not shortened, several amino acid mutations reduced membrane fusion activity in tufted
capuchins. We also analyzed genome sequences of the two monotremes, revealing that while there was
only two retroviral membrane protein-derived sequences encoding more than 400 amino acids in the
platypus, there were 121 sequences in the echidna, one of which exhibited membrane fusion activity.
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