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To infer the evolutionary process of the sex chromosomes and sex
determination systems, | investigate diversities of sex chromosomes in Hokou gecko and Japanese
gecko. Contigs that includes Z and W homologs of DMRT1 were screened from draft genome sequence of a

female from Okinawa strain. By comparison of nucleotide sequences of these contigs, W chromosome
specific sequences were identified on downstream of DMRT1. As these sequences were also identified
in Ishigaki strain, differentiation of Z and W homologs initiated in the common ancestor between
Okinawa and Ishigaki strains. This suggests that an initial step of sex chromosome differentiation
was allelic differentiation of DMRT1 (a sex determining gene in Vertebrate) in the common ancestor
of two strains. On the contrary, the common W chromosome specific sequences were not detected in
North Tokara and South Kyushu strains. This suggests that sex chromosomes of the two strains have
independently evolved.
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