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Deve!gpment of helical promoter sequence and its application for bioactive
peptides.
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The helical structure is the most commonly recognized structure of natural
proteins and is deeply involved in physiological functions within cells. Therefore, methods to
control the helical structure of peptides are crucial for creating physiologically active peptides.
In this research project, we succeeded in developing new methods for controlling helical structures
by combining helical template structures incorporating non-natural amino acids, such as a ,a
-disubstituted amino acids and side-chain crosslinking structures, which are known to control
helical structures.

Furthermore, as an application of these methods, we conducted research on the development of
physiologically active peptides. We successfully discovered peptides for drug delivery systems,
antimicrobial peptides, and peptides that inhibit protein-protein interactions.
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