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Detection of epitope using native structure of a membrane protein
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To effectively select antibodies that exhibit desirable functions as
therapeutic antibodies, it is important to quickly analyze the antibody binding sites (epitopes) of
the obtained antibodies and identify epitopes that correlate with their functions. However, it is
technically challenging to use the native higher-order structure of membrane antigens expressed on
biological membranes for conventional epitope identification methods because it requires much labor
and time, such as antibody purification and labeling. In this study, using flow cytometry using
fluorescent beads, we developed a novel epitope identification method that can detect competitive
inhibition of antibody binding to the native structure of membrane antigens expressed on biological
membranes, which has been difficult to date.
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Production of IgGl-based bispecific antibody without extra cysteine residue via intein-mediated 2021
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