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Screening of post-translational modified molecules by using functional zinc
complexes
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By using original functional zinc(ll) complexes, phosphate- and
thiol-capturing molecules (Phos-tag and Thio-tag), we have developed reliable analytical probes for
the screening of post-translational modified molecules. In this study, we synthesized several
original zinc(1l) complex compounds (fluorescent Phos-tag, microbead-bound Phos-tag and Thio-tag),
and used them to collect the basic chemical data necessary for the development of a rapid screening
method for post-translational modification regulatory molecules. Based on the data, we developed a
method for phosphorylation profiling of human proteins involved in kinase reactions and a method for

screening kinase inhibitors using cultured cells.
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