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Analyses of the mechanism of neurodegeneration in the brain by organic arsenic
compounds-focusing on DNA methylation

MASUDA, Tomoyuki
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i Artificial organic arsenic compounds diphenylarsinic acid (DPAA) have caused
health problems in Kamisu City, lbaraki Prefecture. By using non-human primate brains, this study

aimed to elucidate the mechanism of DPAA-induced neurodegeneration in the brain at the molecular
level. As a result, we established the applicability of DNA methylation array probes for the human
genome to the crab-eating macaque (Macaca fascicularis) genome and revealed that alterations of DNA

methylation in the cerebellum and lateral temporal lobes have different profiles compared to those
in other brain regions, respectively.
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