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The purpose of this study was to determine whether the LBX1 gene, which is
strongly correlated with adolescent idiopathic scoliosis, is one of the target genes of MeCP2, the
causative gene of Rett syndrome, and to identify the downstream genes of the MeCP2-LBX1
transcriptional regulatory system. We confirmed that MeCP2 localized to the upstream region of the
LBX1 gene by ChIP assay and that LBX1 is one of the target genes of MeCP2. Furthermore, we searched
for genes downstream of LBX1 using PCR Array and identified P2RX7 and GABRB1 genes. Both genes are
deeply involved in synaptic plasticity in microglia and are very interesting.
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